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EDUCATION
Harvard University, Cambridge, MA
Ph.D., Department of Human Evolutionary Biology				                  2017-present	
M.A., Department of Human Evolutionary Biology	  May 2020
Oberlin College, Oberlin, OH
B.A. with Highest Honors, Department of Biology, History Minor		                      May 2015
Participant in Danenberg Oberlin-in-London Program, Spring 2014
Senior Honors Thesis: “Sperm Pairing in the Gray Short-Tailed Opossum (Monodelphis domestica)”

RESEARCH EXPERIENCE
Max Planck Institute for the Science of Human History, Archaeogenetics Dept.             Jena, Germany
PhD Student/Associated Researcher	   2019-present
Advisors: Johannes Krause, Alexander Herbig, Christina Warinner
Harvard Medical School, Department of Genetics, Reich Lab				      Boston, MA
[bookmark: _GoBack]Ancient DNA Technician	  2015-2017
Oberlin College, Department of Biology, Garvin Lab					      Oberlin, OH
Research Assistant in Disease Ecology								     2015
Boston Children’s Hospital, Department of Orthopedic Surgery Research, Warman Lab	      Boston, MA
Howard Hughes Medical Institute Exceptional Research Opportunities Program		                  2014
Oberlin College, Department of Biology, Cruz Lab				                   Oberlin, OH
Honors Student Researcher                                                                                                             2013-2015
Oberlin College, Department of Biology, Tarvin Lab					      Oberlin, OH
Field Research Assistant									     2012

TEACHING
Harvard University 								            Cambridge, MA
     Teaching Fellow, Anthropology 1270: Sick: 10,000 Years of Health and Disease 	          Fall 2020	
      Developed material for 8 interactive laboratories related to disease in human history;
      Taught 2 sections on an online platform; Student Evaluation: 5.0/5.0
      Teaching Fellow, Science Life Science 12: Understanding Darwinism		      Spring 2018
      Student Evaluation: 4.6/5.0							
Oberlin College, Oberlin Workshop and Learning Sessions Program			     Oberlin, OH
      Peer Advisor, Biology 100: Organismal Biology 				   Fall 2014 & Fall 2012
      Designed curriculum-enhancing interactive experiences to facilitate mastery of course material;
      Co-Led bi-weekly workshops emphasizing collaborative learning and study skill acquisition
      Peer Advisor, Chemistry 102: Chemical Principles					      Spring 2013
      Co-Led bi-weekly workshops reinforcing course content and study skill acquisition
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1. Michel, M. “Oral Histories: Ancient Genomic Analysis of the Caries-Associated Bacterium Streptococcus mutans.” Presented at From Homer to History with the Max Planck-Harvard Research 
Center: Recent Results from Bronze Age Investigations, Harvard, MA, Nov. 2019. [invited]
2. Michel, M., C. Posth, A. Herbig, N. Tuross, and J. Krause. “Pathogens in the Ancient Mediterranean: Salmonella and Streptococcus.” Poster presented at the 8th International Symposium on Biomolecular 
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3. Michel, M. “Ancient DNA on the Silk Road: Sampling, Processing, and Prospects.” Presented at the 
Young Investigator Symposium, Harvard University, Cambridge, MA, Oct. 2016.
4. Michel, M. “Sperm Pairing in the Gray Short-Tailed Opossum (Monodelphis domestica).” Presented 
at the Oberlin College Senior Symposium, Oberlin, OH, May 2015. 
5. Michel, M., R. Murillo, M. Vivero, A. Hall, D. Zurakowski, and M. Warman. “Detection of PIK3CA Mutations in the Urine of Overgrowth Patients Using Droplet Digital PCR.” Poster presented at the Harvard Integrated Life Sciences Summer Intern Poster Session, Boston, MA, Aug. 2014.

OUTREACH
Science Education Partner, Harvard Museums of Science and Culture, Harvard University, Cambridge, MA (2019)- designed and implemented interactive activities for communicating my research to museum 
visitors
Participant in the Long Night of Science, Max Planck Institute for the Science of Human History, Jena, 
Germany (2019)
“I Heart Science” Festival Participant, Harvard Museums of Science and Culture, Harvard University, 
Cambridge, MA (2018)
Fifth Grade Science Classroom Volunteer, Hillsdale Middle School, Jeromesville, OH (2014)

ACADEMIC SERVICE
Co-Chair of the Outreach Working Group, Diversity and Inclusion Task Force, Department of Human 
Evolutionary Biology, Harvard University, Cambridge, MA (2020-present)
Co-Chair of the Young Investigator Symposium, Max Planck-Harvard Research Center for the 
Archaeoscience of the Ancient Mediterranean, Cambridge, MA (2018, 2019, 2020)
Organized First Annual Departmental Open House, Department of Human Evolutionary Biology, Harvard University- targeted prospective graduate students from groups traditionally underrepresented in the sciences, attendance of over 100 prospective students on virtual platform (2020)

GRANTS, HONORS, AND AWARDS
2019 	Frederick Sheldon Traveling Fellowship, Harvard Committee on General Scholarship, Harvard University 
2018	Certificate of Distinction in Teaching for serving as a Teaching Fellow in SLS 12: Understanding Darwinism
2017	Max Planck-Harvard Research Center for the Archaeoscience of the Ancient Mediterranean Fellowship
2015		Highest Honors in Biology, Oberlin College
2015		Elected to Sigma Xi 	
2014		Barry M. Goldwater Scholarship Winner
	2014		Marshall Scholarship Finalist 
2014	Howard Hughes Medical Institute (HHMI), Exceptional Research Opportunities Program at Harvard Medical School and Boston Children’s Hospital  
2014 	Danenberg Endowment Grant, Danenberg Oberlin-in-London Grant, Oberlin College 
2014 		Joshua Levitt Memorial Prize in Biology, Oberlin College	
2013	US-UK Fulbright Commission Fellowship, Durham University Summer Institute: The Northern Borders of Empire to the Making of the Middle Ages	
2013	Frank Fanning Jewett Prize for promising second year students in chemistry and biochemistry, Oberlin College
2012 	CRC Press Chemistry Achievement Award for high-achieving first year chemistry students, Oberlin College
2011- 2014	National Merit Scholarship 
	2011- 2014	John Frederick Oberlin Scholarship
	 


