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EDUCATION

Doctor of Philosophy, Human Evolutionary Biology 2017-present
Harvard University, Boston, MA

Jointly Affiliated with the MPI for the Science of Human History, Jena, Germany

Committee: Alexander Herbig, Johannes Krause, David Reich (chair), Christina Warinner

Master of Arts, Human Evolutionary Biology May 2020
Harvard University, Boston, MA

Bachelor of Arts in Biology (History Minor), Highest Honors May 2015
Oberlin College, Oberlin, OH

RESEARCH EXPERIENCE

Doctoral Researcher 2019- 2020

Department of Archaeogenetics, Max Planck Institute for the Science of Human History, Jena,
Germany
e Conceptualized and implemented a study using comparative genomics to explore
Streptococcus mutans population history and adaptation across human dietary transitions
e Performed metagenomic screening and designed hybridization capture assay to retrieve
Plasmodium DNA from ancient human remains

Ancient DNA Technician 2015-2017
Reich Lab, Department of Genetics, Harvard Medical School, Boston, MA
e Collaborated with archaeologists to select osteological samples for ancient DNA analysis
e Performed DNA extraction, library preparation, hybridization capture, and sequencing of
ancient samples for human population genetic studies

Research Assistant 2015
Garvin Lab, Department of Biology, Oberlin College, Oberlin, OH
e Designed and conducted experiments to test the feeding behavior of Culex pipiens, a
vector of West Nile Virus in the midwestern United States
e Participated in the design, installation, and testing of an olfactometer apparatus
e Maintained a captive colony of Culex pipiens mosquitoes

Research Assistant 2014
Warman Lab, Department of Genetics, Boston Children’s Hospital, Boston, MA
o Utilized droplet digital PCR to identify disease-causing somatic mutations in clinical
samples of human blood, tissue, and urine



Research Assistant 2013-2015
Cruz Lab, Department of Biology, Oberlin College, Oberlin, OH
e Designed and conducted experiments to explore the morphology and physiology of
sperm pairing in the gray short-tailed opossum (Monodelphis domestica)

Field Research Assistant 2012
Tarvin Lab, Department of Biology, Oberlin College, Oberlin, OH
o Identified and monitored American goldfinch (Spinus tristis) nests to investigate the
impact of female ornament on male provisioning behavior

TEACHING

Teaching Fellow 2020
Department of Anthropology, Harvard University, Cambridge, MA
ANTHRO 1270: Sick: 10,000 Years of Health and Disease
Instructor: Dr. Christina Warinner, Anthropology
e Developed lab materials related to the study of disease in human history
e Designed and implemented pedagogical strategies for interactive learning on an online
platform
e Conducted weekly sections, leading discussion of assigned readings and conducting
interactive lab activities
e Graded labs, exams, papers, and presentations

Teaching Fellow 2018
General Education, Harvard University, Cambridge, MA
SLS 12: Understanding Darwinism
Instructors: Dr. Andrew Berry, OEB, and Dr. Janet Browne, History of Science
e Conducted weekly sections, leading discussion of assigned readings, reviewing lecture
material, and working through practice problems
e Graded problem sets, exams, and papers

Peer Advisor 2012-2014
Oberlin Workshop and Learning Sessions Program, Oberlin College, Oberlin, OH
Organismal Biology and Chemical Principles

e Designed curriculum-enhancing activities to facilitate mastery of difficult concepts

e Conducted workshops to teach study skills and reinforce lecture material

Public Outreach

Outreach Working Group Co-Leader 2020-present
Diversity and Inclusion Task Force
Human Evolutionary Biology Department, Harvard University, Cambridge, MA
e Organized and hosted first departmental virtual open house for prospective graduate
students, specifically targeting groups traditionally underrepresented in the sciences
e Design new initiatives for public communication of departmental research in an
accessible manner




Science Education Partner 2018-2019
Harvard Museums of Science and Culture
e Designed interactive activities for communicating my research to a public audience
e Implemented activities at the Harvard Museum of Natural History (HMNH) and during
the HMNH’s annual “I Heart Science” event

Fifth Grade Science Teaching Assistant 2014
Hillsdale Middle School, Jeromesville, OH
e Designed and conducted laboratory activities in a fifth-grade science classroom to
enhance understanding of scientific concepts and generate interest in science
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ORAL PRESENTATIONS

Michel, M. “Oral Histories: Ancient Genomic Analysis of the Caries-Associated
Bacterium Streptococcus mutans.” From Homer to History with the Max Planck-Harvard
Research Center: Recent Results from Bronze Age Investigations, Harvard, MA, Nov.
2019.

Michel, M. “Ancient DNA on the Silk Road: Sampling, Processing, and Prospects.” Young
Investigator Symposium, Harvard University, Cambridge, MA, Oct. 2016.

Michel, M. “Sperm Pairing in the Gray Short-Tailed Opossum (Monodelphis domestica).”
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POSTER PRESENTATIONS

Michel, M., C. Posth, A. Herbig, N. Tuross, and J. Krause. ‘“Pathogens in the Ancient
Mediterranean: Sa/monella and Streptococcus.” 8th International Symposium on
Biomolecular Archaeology, Jena, Germany, Sept. 2018.
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Harvard Integrated Life Sciences Summer Intern Poster Session, Boston, MA, Aug. 2014.

HONORS AND AWARDS

2017 Max Planck-Harvard Research Center for the Archaeoscience of the
Ancient Mediterranean Fellowship

2015 Highest Honors in Biology, Oberlin College

2015 Elected to Sigma Xi

2014 Barry M. Goldwater Scholarship Winner

2014 Marshall Scholarship Finalist

2014 Howard Hughes Medical Institute (HHMI), Exceptional Research
Opportunities Program at Harvard Medical School and Boston Children’s
Hospital

2014 Joshua Levitt Memorial Prize in Biology, Oberlin College



2013 US-UK Fulbright Commission Fellowship, Durham University Summer
Institute: The Northern Borders of Empire to the Making of the Middle

Ages

2013 Frank Fanning Jewett Prize for promising second year students in
chemistry and biochemistry, Oberlin College

2012 CRC Press Chemistry Achievement Award for high-achieving first year

chemistry students, Oberlin College
2011- 2014  National Merit Scholarship
2011- 2014  John Frederick Oberlin Scholarship





